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Chl. trachomatis

Chl. muridarum

Chlamydia suis

Chlam. caviae

Chlam. pneumoniae
Parachlamydia sp. UWE25
Parachlamydia sp. UWE25
Vibrio cholerae

Erwinia carotovora
Shewanella oneidensis
Yersinia pseudotuberculosis
Xanthomonas axonopodis
Bord. parapertussis
Chrom. violaceum
Mesorhizobium loti

Novo. aromaticivorans

Ca. crescentus

Zymomonas mobilis

Bru. suis

Anaplasma marginale
Wolbachia Dros. endosymbiont
Ehrlichia canis str. Jake
Des. desulfuricans
Bdello. bacteriovorus
Cytophaga hutchinsonii
Porphyromonas gingivalis
Bacteroides fragilis

Cb. tepidum TLS
Rhodopirellula baltica
Bor. burgdorferi
Leptospira interrogans
Synechococcussp. WH 8102
Nostoc sp. PCC 7120

Cfx. aurantiacus

Thermus thermophilus
Thermotoga maritima

Clo. perfringens
Thermobifida fusca
Corynebacterium glutamicum
Mycobacterium tuberculosis
Nocardia farcinica
Bacillus subtilis

Bac. halodurans
Staphylococcus aureus

\ Ent. faecalis

15604914
15835084
18031741
29840256
33236138
46446749
46446511
3123889

50122091
24372728
51597121
21243707
33598244
34104552
13471369
48851093
16126413
56551666
23500604
56416830
42520253
46308587
23475324
42523969
48853963
34396308
53712070
21674667
32471296
1753228

45657578
33864637
17229174
53795540
46199003
15643918
18310222
48835450
21322988
15607503
54026272
16078395
4514345

49485784
29377151
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-IV---VLAVSAILTVQ-LDI-EA
-VV---VLFA-EAYTG- -LRA-SD
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ELETF-WLVW- - - -TISAG--S-S-
LMLS-VVLAS- - - -LMDT- - -A-S-
TIEKYVLLASLM-I-A-MG--A-T-
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TLVEAVVLAL----LT-TG--T-N-
EMEAVIALA----- LI-TG--T-T-
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