
 

 

 
 

 

 

 

 

Nanoequit 

Methanopyrus kandleri 

Archaeoglobus fulgidus 

Methanospirillum hungatei 

Pyrobaculum aerophilum 

Methanosaeta thermophila

Thermococcus kodakarensis 

Methanococcoides burtonii 

Aeropyrum pernix 

Methanosarcina barkeri 

Sulfolobus solfataricus 

Pyrococcus furiosus 

Halobacterium sp. 

Methanosarcina mazei 
Methanosarcina acetivorans 

Natronomonas pharaonis 
Haloarcula marismortui 

Ferroplasma acidarmanus
Picrophilus torridus 

Thermoplasma volcanium 
Thermoplasma acidophilum 

Methanothermobacter thermautotrophicu
Methanosphaera stadtmanae 

Methanocaldococcus jannaschii 
Methanococcus maripaludis 

Pyrococcus abyssi 
Pyrococcus horikoshii 

Sulfolobus tokodaii 
Sulfolobus acidocaldarius 

s 

  
 

E
uryarchaeota 

Nanoarchaeum equitans 

“Class II”  
methanogen 

 Methanomicrobiale 

Halobacteria 

Thermoplasmata 

“Class I”  
methanogen 

 Methanopyrales 

Thermococci 

Crenarchaeota 
 

Methanosarcinales 

Methanococcales 

Methanobacteriales 

 

 

100/100/99 

100/100/100 
100/100/100 

100/99/99 

100/99/- 

100/98/100 

100/92/71 

100/58/71 

60/-/- 

88/64/78 

100/99/99 

100/99/99 

100/99/99 

100/99/99 
100/99/99 

100/90/100 

100/64/100 

100/99/99 
100/99/100 

100/99/100 

100/99/100 
100/94/99 

100/90/95 

75/-/36 

100/94/100 

100/92/96 

Phylogenetic Tree for Archaeal Species based on 31 conserved proteins 
Gao, B. and Gupta, R.S. BMC Genomics (2007) 8, 86. 

The tree shown is a neighbour-joining distance tree.The numbers on the nodes indicate bootstrap scores in NJ/ML/MP analyses.  


