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Bru. suis

Bru. melitensis
Mesorhizobium sp.BNC1
Sino. meliloti

Meso. loti

A. tumefaciens

Brad. japonicum
Rhodopseud. palustris
Novo. aromaticivorans
Rho. sphaeroides
Silicibacter sp.TM1040
Ca. crescentus

Para. denitrificans
Mag. magnetotacticum
Mag. magnetotacticum
Ri. akari

Ri. prowazekii

Ri. conorii

Ehrlichia canis
Ehrlichia ruminantium
Wolbachia (Dros. endo)
Shew. oneidensis

Leg. pneumophila

Azo. vinelandii

Vib. parahaemolyticus
Photobac. profundum
Microbul. degradans
Xan. axonopodis
Thiobac. denitrificans
Pse. aeruginosa

Nit. europaea

Chromo. violaceum
Burk. cepacia
Polaromonas sp. JS666
Ral. solanacearum
Rubrivivax gelatinosus
Methylococcus capsulatus
Ral. eutropha
Dechloro. aromatica
Pse. putida

Homo sapiens

Mus musculus

Gallus gallus
Drosophila melanogaster
Caenorhabditis elegans
Oryza sativa
Arabidopsis thaliana
Leishmania major
Plasmodium falciparum
Neurospora crassa
Saccharomyces cerevisiae

\ Reclinomonas americana

23501372
17987746
45682688
15964661
13476229
15888113
27376285
39933912
48851045
22959674
52009371
16127633
45472
46201945
46204347
52698720
15604173
15892331
27462094
37928958
42520765
24376081
54298893
23104341
28900393
54307390
48864529
21244609
52007666
15595305
30249018
34496056
46315310
54029797
17545084
47573026
53804940
45519963
41722673
26986850
4758034
39841021
50757785
22945671
17541140
50918355
26452392
21629301
23509943
32415233
3567
7446861
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