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Escherichia coli
Haemophilus somnus
Bordetella pertussis
Neisseria meningitidis
Geobacter sulfurreducens
Brucella melitensis
Caulobacter crescentus
Campylobacter jejuni
Helicobacter pylori
Pseudomonas aeruginosa
Agrobacterium tumefaciens
Chlamydia muridarum
Bacteroides fragilis
Porphyromonas gingivalis
Chlamydophila caviae
Aquifex aeolicus
Cytophaga hutchinsonii
Trichodesmium erythraeum
Nostoc punctiforme
Synechococcus sp.
Prochlorococcus marinus
Borrelia burgdorferi
Leptospira interrogans
Treponema denticola
Thermus thermophilus
Deinococcus radiodurans
Thermotoga maritima

NP_416899
ZP_00122037
NP_881555
NP_273069
NP_952272
NP 539754
NP_420712
NP_282434
NP_207274
NP 251824
NP_356183
AAF39540
YP_101483
ARQ66600
NP_829055
NP_ 213835
ZP_00118857
ZP_00073521
ZP_00105808
CAD29422
ZP_00104468
NP_212506
NP_714370
NP_ 970820
CAR45854
NP_294208
NP_229152

Thermoanaerobacter tengcongensisAAM24185

Symbiobacterium thermophilum
Oerskovia turbata
Cellulomonas fimi

Kocuria rhizophila
Clavibacterium michiganensis
Pseudonocardia halophobica
Trichotomospora caesia
Nocardioides simplex
Nocardia corynebacterioides
Arthrobacter nicotinovorans
Rhodococcus rhodochrous
Kribbella sandramycini
Kineococcus radiotolerans
Mycobacterium leprae
Mycobacterium tuberculosis
Mycobacterium avium
Corynebacterium diphtheriae
Corynebacterium efficiens
Corynebacterium glutamicum
Streptomyces avermitilis
Tropheryma whipplei
Bifidobacterium longum
Leifsonia xyli

Thermobifida fusca
Propionibacterium Acnes
Rubrobacter Xylanophilus
Bacillus subtilis
Enterococcus faecalis
Lactobacillus johnsonii
Lactococcus lactis
Staphylococcus aureus
Mycoplasma penetrans
Listeria monocytogenes
Clostridium acetobutylicum
Streptococcus pyogenes

YP_ 073845
AY876156
AY876166
AY876157
AY876158
AY876160
AY876161
AY876162
AY876165
AY876159
AY876163
AY876164
ZP_00228423
NP_302160
NP_217508
NP_ 961963
CAE49635
NP_737999
BAB98686
NP_823867
NP_787337
ZP_00121389
YP_ 062250
ZP_ 00057289
YP_ 056550
ZP_00186416
NP_387973
NP 813853
NP_ 964422
NP_ 268210
ARW37684
NP_758418
NP_ 463768
NP 347626
NP_ 663974
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Fig. 3 Partial alignment of Glutamyl-tRNA synthetase sequences showing a signature
consisting of an insert of 5 aa (outer box), which is specific for Actinobacteria.



	 

