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A signature sequence in transcription factor Rho that is commonly shared by various
proteobacteria, Aquifex, chlamydiae, Fibrobacter-Bacteroidetes-Chlorobi and Spirochetes
but not found in other bacteria. The presence of this insert in 7. maritima constitutes an
exception to other groups and it could be due to lateral gene transfer. Dashes in the
alignment show identity with the amino acid in the top line.



